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Human GUSB qPCR Primer Pair

i) e AR %
QHO00013S Human GUSB gPCR Primer Pair 200X
QH00013M Human GUSB gPCR Primer Pair 1000{X
FEanE T
» Human GUSB qPCR Primer Pair, EIAGUSB qPCR5I#*, FEMHTHTSYBR GreenfJqPCR. One-Step qRT-PCREX

>

semi-quantitative PCR, A5 [¥IATsERit. SidqPCREIE, FRAFIIX,
gPCR (Quantitative PCR)BIE&PCR, WFRLH % E BPCRE LM & &EPCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), E2—F{EDNAY ¥ RMIIFEF, PATOLEBNEF DI RATFHE RN (PCREREF=YEREN L, qPCRE
FRIFRN T R SYBR GreenZ ik oY RHEMIRE 1, SYBR GreenZud kiR AH AL, IER R AIDNALE &Yk}
SYBR Greens AU PCRISFEHFIREIPCRY /=1 ; MitREHi%(Probe method), WMHE#FATagManiRErE, MERYVE LS
L, TR IR SRR AR A K EE A (Quencher) ARIE I DNATREHE M UE IS PCRAGIY B AR 41 (1,2]0

X TSYBR Green¥GuklE, FIMEXREL, REFSIVF-HRABARIFENGIEHEL, TSI RIE, R4
f, V8RR, S _RIETERL LRI, qPCREIEREE; RRF5IN—MBERESMNE T (Span exon junctions), & 1%
HRNHADNA (gDNA)WYH[3,4]; RRZRFINEIWr=RIEEEE, JUFEE TITE AR/NIER; 51N TMEL60°C, K24
I =) (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y E (Primer Panel/Primer Array),

AP ARG TR, S8 & ER51% (Forward primer, AR _EH7519)f A5 (Reverse primer, thWFR NilF5(4) %
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEIMA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name glucuronidase beta
Gene Symbol GUSB
Synonyms BG; MPS7
Organism Human
Gene ID 2990
UniProt ID P08236
Main Accession No. NM_000181

NM_000181, NM_001284290, NM_001293104, NM_001293105, NR_120531, NM_000181.1,

Other Accession No. NM_000181.2, NM_001293105.1, NM_001293104.1, NM_001284290.1, BC014142,
BM719712, BP284405, NM_001293104.2, NM_000181.4, NM_001293105.2,
NM_001284290.2
Map Location 7q21.11

Pathway

Housekeeping gene, used for internal control

Gene Summary

This gene encodes a hydrolase that degrades glycosaminoglycans, including heparan
sulfate, dermatan sulfate, and chondroitin-4,6-sulfate. The enzyme forms a
homotetramer that is localized to the lysosome. Mutations in this gene result in
mucopolysaccharidosis type VII. Alternative splicing results in multiple transcript
variants. There are many pseudogenes of this locus in the human genome.[provided by
RefSeq, May 2014]

Amplicon Information

Amplicon Length (bp) | 125
NCBI mRNA ID NM_000181.4
NCBI Protein ID NP_000172.2

Ensembl Transcript ID

ENST00000304895.9

Ensembl Gene ID

ENSG00000169919.17




| Ensembl mRNAID | GUSB-201
il
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QHO00013S Human GUSB qPCR Primer Pair 1nmol each
QHO00013M Human GUSB qPCR Primer Pair 1nmol each X5
— BB 113
RIFFM
-20°CER17, BN EIEEHHMTIEY 0%e, %R E URRl,
== AU
> PCRY YK AT RE K B R 3 o e 2 BT A B T E R
> BARKRYG|YrE SRR EAEE L, (ARG TR B (Melt curve)/ T DUAE Y KM IR 1. WNREA— NG gk

Ll (O B AR IR KRS RDONBEDNA = WIHI Tm ), WA A —Fs—=Y); RGN BNE, ZIgskigig, ATREZ5 (1Y)

TRIREAER SIS, AR R RADNAG R, BN MAETE e, BIGRERN SERATX B (No template control, NTC),

Bl LA ZR B B BRI DASMI AR R (RS2 7,  ERAERE S FLAITCAON FEF LB RRHI R  E R:, FTHIBT R SRS 1 —RIAsH T

AR S 3,

> EHRBAREEY W5 d, HEFEEANTE 3 qPCR Mix,

> AFRURTE N BRER A, MEATIRRSEEGETT, MEATEMEEW, MR TEEEEN.,
> NTERNZEMEE, BEERRTE—XEFERE,

fERAE!

1. PCRIZMKAZRIIBEE :

a. FFEAFMHET, 3000-8000 X gBL15r8h, DARH &IN5 19 TR ECR . FEIMA400plBAiK, Jemlf & FEiRSIHR, %
JE BRSO LR, FFEEERERITIRS, Bf3400ul 2.5uM eachfyPrimer Mix, ali/K#E7#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. FhfRIIESIPCR M5 & FIEK ., SYBR Green qPCR Mix 7 e 2R IES G E TKin LEk&EN, HEMH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Biis%f) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

c. ZETREERIKG LIREPCRRMFR, PL6FLEkAIBeyoFast™ SYBR Green qPCR Mix (2X) 9,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
WL BESIYLIREDN0.2-0.5uM eachN ATERTG REFAVRIIZCSR, HATRIEE I7E0.1-1.0uM eachiuFE IAEES MR
W,
12 WHEDNAGMRAE PAL-10ng cDNAKNSHE &, RARRYIFMAER D EA K HEEREIECRR, Wa %2, AImnkK
AR FH SO TR SRS, DA E RAERIBAR 2, RT-PCRRMZEINCDNABEZE AR, HRMEA E@T
PCRIRFLEARII10%,
W3 96FLIRAHER [ FAAZR 9200], AT DARIESERRSERn /R ok, #&Ebfly Reidh/ R RIA 2R,
W4 ABROZE AR AIBA M IR,

d. ABRSRREVETIRS SR M VortexiRs, EiR LR, AR TER, #HF# HBeyoFuge™ Bl R LR E DL
(BHER, 2500rpm) (E6758)HH THLIHE L,

e. KIREIFHPCRR M EHPCRIMARE THOCERPCRIN L, FaERPCRRI,

2. PCRRRMFEF:
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fEReal-time PCR& M AT THARMITAN:, BHILENISC 258, B2 EGCHIRIE YIEK N FZE5-108, AfEFZN
ABI QuantStudio™ 6 Flexi& € & PCR{CHH:

FAE M 95°C 249 %#;

AFE: 95°C 15%D;

BKAEM: 60°C 15-30FD;

BELSBEOMS e, SHA0MEIR,

FAMRIIZ T (ATIE) . 95°C 158, 60°C 158D, 95°C 15%;

P E BEPCRIGREIV R BT A R
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E: DLERBINEIQPCRR MRS, (MfESH, LR N AAFRENR, SIYFMEEARTT SR, FRERER. 517, BIOR
BR RUIRE RN 5, FHRRE ELBIOR S/ N ONAA R, IR IEQPCR, AR = 1KqPCR, KRR K /TN
JE—#72°C 30%), BE/EEESED, cEIANX —SEIL40MEIARTAT,
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1. ANAZ51¥A:
P RS et (2B
QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QH00005 Human B2M gPCR Primer Pair 200/1000/X
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gqPCR Primer Pair 200/1000¢%
QH00021 Human HMBS gPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gPCR Primer Pair 200/1000/X
QH00029 Human HSP90AA1 gPCR Primer Pair 200/1000X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QH00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢%
QH00045 Human PGKI1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000/X
QH00053 Human RPL30 gPCR Primer Pair 200/1000/X
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢%
QH00069 Human TBP qPCR Primer Pair 200/1000¢X
QH00073 Human TFRC gPCR Primer Pair 200/1000/X
QH00077 Human YWHAZ gPCR Primer Pair 200/1000X
QHO00081 Human PPIH gPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A qPCR Primer Pair 200/1000¢%
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

¥ #EFFEHGAPDH, RPLPO. ACTB. TUBBFIB2Mf{EAMNZS, (BRI =FTCEMELR TR, 7 A2 A HPRT18
RNA18SSENNS, NIEZNHRIISEIRRR, LIRS 1Pn] Z# f [5-6],
2. INENSEIYIX

RS P AR %
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m gqPCR Primer Pair 200/1000/X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢%
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QM00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢X

H=zuXK/Beyotime 400-1683301/800-8283301
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QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000/X
QM00054 Mouse Tbhp gqPCR Primer Pair 200/1000¢k
P9
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢X
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QM00078 Mouse Rplpl gPCR Primer Pair 200/1000¢k
pIpl g
QM00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
ping
QM00086 Mouse Sdha gPCR Primer Pair 200/1000¢%
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

i M AGapdh, Rplp0. Actb, TubbfIB2mfEANZS, HURX=FILHEMHELRFTR, A HEAHprt1sRnl8s
TERNS, WIREHERSERICR, RIRS a2 H[5-6],
3. E[KDNA (gDNA)5 ¥4 (F T gDNATS Getaiil) :

7 g S P AR %
QHO00101 Human HGDC Primer Pair 200/1000¢X
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix M 4E#7:

k] 2 B A TR 2k
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, [fji544%!) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fji5 %) 1/5/25ml
57507 BeyoFast™ SYBR Green qPSj) Mix (2X, High ROX, Biji5 4 1/5/25ml

il
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}i75 4+7) 100/500%K
FASAO011-1pc BeyoGold™ i Il IR
FSF002 ®ICE B PCRAIRE(ABI772) 20/
FSF035-100pcs BeyoGold™)aE & PCR A BRI 5UR) 1007 /E4%
FSF039-20pcs BeyoGold™ e s PCRAIEIARE (B, BEC9345) 207 /0%
FSF039-100pcs BeyoGold™ e s PCRAEMR IR (R B, i 1157 4) 1007 /e
FTUB325-1box BeyoGold™ qPCR/\BXHFE (0.2ml, -2, 1EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHEE (0.2ml, 2%, JEH) 1258E/&, 108/
FTUB333 wWHEEZEPCRAYCTLIR (ABIJFZE) 204 /E3E
FTUB384 SOEE BPCRAI3844LR (ABI S %) 205 /B0
FTUB335-1box BeyoGold™# K E & PCRAII6FLAR(0.2ml, JotRid, 1#EHA) 100N /8
FTUB335-5bxs BeyoGold™Z i &PCRAI6FLAR(0.2ml, otz #EHH) 101N/ &, S&/5
FTUB337-1box BeyoGold™# )& & PCRAI96FLAR (0.2ml, 4R34, iEHA) 104N/&
FTUB337-5bxs BeyoGold™Ze e B PCRAIGFLIR(0.2ml, 4714, EHH) 100N/&, 5E/F8
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